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( Bradeen ” ) 3 . . S52 R S06 ,
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306 ) - ng, 20 M. PCR :
’ oC . oC . o
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23.10 — 16.30 — 22,60 310 H-Ops13)
= 0.00 = OP_EI-3 HBCS 330708 )
H-BC148 450N OP_E1-4 ; 7.80 /N OP-Q-2
16:10 = : 14407 H* OF €9 29,60 — 10407 NGB
T OP_GY 12.80—| [~ OP_C3 1660~ ~OP S5
19,00 — H 0P M2-2 H-OP_AH 14 60 L Op-RF15-2
H—OP_AJ2 15.90— | h 2230 Y
17:10 _L'—OP_C(‘- 9.30—| L OP_05-1 H-OP_T14-2
18.00 — 15701 op D7-3 LG-5
H-BCT64 ol -
— 18.30
22.70 0P N4
4.70 —HOP_AWI4 17.30— - 530 OP_P17
140 —{[°BC7ST - OP_T4 133071 pegg
1530 —{| - 25.40—
H-OP_M6-1 BC66
23.70 — %
. 27.70—
T | I OP_ADI2
H-OP_AK16
LG-6 LG-7 LG-8 LG-9
OP_Gl6 B(24-2 _— OP_N20 OP_P9
21.00— 24.70 Vi = 24.80—
. OP_Q5-2
OP_N16-2 3 TR .
16.60 =¥ 9,30 —[_ QP M6-3 13:80—] 4.60—HTBC82
OP_KI3 1330~ [ BCA! 13.60—{] 14.20—[ [ TOP_As
1680 =~ oms - OP_K16 BCI51 BC526
1 F RAPD
RAPD ; C D
3.2 RAPD 7 FHiE 9 ) Serquen '
9 ,
79 RAPD .
1110. 0 cM, Kemnard '3 . 7
Serquen ' ( , LOG
480, 766 599. 6 cM ), Beckm an y LG-1 LG4
Soller! 3 800 ~
1000 cM N
3.3 A DR A PR DRI e or
13.7cM, Serquen
b
b b
) Serquen | 9

[ 16, 4]



N

o)

1844k 14

n 2004 N 1220

, )

s RAPD
BC151 13.6 cM, 0OP-Q5-2
13.8 cM, Serquen RAPD
31.2
43.9M!%
’ 552 F2
(b G2
RAPD OP-Q5-1 9.3cM.
[17]
QTL.
, Fazio ,
St
) 98.5% 97.4%,
( QTL), F3
, RAPD
, RAPD

(SCAR)

11

13

14

15

16

17
18

Z % L W

Peterson C E, et al. Induction of staminate flowers on gynoecious
cucumbers with gibberelin A3. Science 1960, 131; 1673
Atsmon D, et al. Comaprative effects of gibberellin silver nitrate
and aminoethoxyvinylglycine on sexual tendency and ethylene evolu-
tion in the cucumber plant ( Cucumis sativus L.). Phnt & Cell
Physiol, 1979, 20. 1547
Malepszy S, etal. Sex determination in cucumber ( Cucumis sativus L. )
as a model system for molecular hiobgy. Plant Scii 1991, 80. 39
Pierce L K, et al. Review of genes an linkage groups in cucumber.
HontScience 190, 25(6): 605
Bradeen J] M, et al. Towards an expanded and integrated linkage
map of cucumber ( Cucumis sativus L.). Genome 2001, 44; 111
Serquen F C, et al. Mapping and QTL analysis of horti cultrual traits
in narrow cross in cucumber ( Cucum is sativus L.) using random-
amplified polymorphic DNA markers. Molecular Breeding, 1997,
3. 257
van Henten E J, et al. An autonomous robot for harvesting cucum-
bers in greenhouses. Autonomous Robots 2002, 13(3). 241
2001
Fanourakis N E, et al. Analysis of genetics linkage in cucumber. J
Hered, 1987, 78. 238
Vakalounakis D J. Heart leaf: A recessive leaf shape marker in cur
cumber: Linkage with disease resistance and other traits. ] Hered,
1992, 83. 217
Knerr L D, et al. Inhertance and linkage relationships of isozyme
loci in in cucumber ( Cucumis sativus L.). Theor Appl Genet,
1996, 84. 217
Meglic V. et al. Inheritance and linkage relationships of allozyme
and morphological loci in cucumber( Cucumis sativus L). Theor Ap-
pl Genet, 1996, 92. 865
Kennard W C, etal. Linkages among RFLP, RAPD, isozyme, dis-
ease resistance and morphological markers in narrow and wide
crosses of cucumber. Theor Appl Genet, 1994, 89. 42
Clack M'S. . s . -
, 1998

Beckman J S, et al. Restriction fragment length polymorphism in
genetic improvement: Methodologiess mapping and costs. Theor
Appl Genet, 1983, 67: 35
Galun E. Study of the inheritance of sex expression in the cucum-
ber: The interaction of major genes with modifying genetic and non
genetic factors. Genetica 1961, 32. 134

. . : , 2003
Fazio G. Comparative analysis of response to phenotypic and marker-
assisted selection for multiple hteral branching in cucumber ( Cu-

cumis satiyus L. ). Theor Appl Genet, 2003, 107. 875



